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E. Coli parC Gene
I 716 residues
I 5,367 atoms









Evolution

Biology Biochemistry

Mammal tree using 26 genes.4 Human cyclophilins protein family.5

4Meredith, R. W. et al. (2011). Impacts of the Cretaceious terrestrial revolution and KPg
extinction on mammal diversification, Science 334:521-524.

5Davis T.L. et al. (2010). Structural and biochemical characterization of the human
cyclophilin family of peptidyl-prolyl isomerases, PLoS Biol 8(7): e1000439.
doi:10.1371/journal.pbio.1000439.
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DNA Sequencing Costs6

6National Human Genome Research Institute

http://www.genome.gov/sequencingcosts/
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An Ebola Protein Sequence7

7Dziubanska, et al, 2014.



An Ebola Protein Structure8

8Dziubanska, et al, 2014.
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Estrogen Receptor: Holo vs Apo

http://www.rcsb.org/pdb/101/motm.do?momID=45&evtc=Suggest&evta=Moleculeof%20the%20Month&evtl=OtherOptions
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